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— Objective: To study the cervicovaginal microbiota in cervical cancer and to determine
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Cervicovaginal biocenosis was investigated by quantitative real-time polymerase
Open Access: This article is an openaccess  chain reaction using the "Femoflor-16" panel. Genotyping of 14 types of high-risk
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R performed. Statistical analysis included the Mann-Whitney U test, chi-square or
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and clustering of microbiome profiles.
@ @ Results: In the clinical screening cohort, high-risk human papillomavirus was

detected in 72% of women, microbial community type IV in 20%, cervical
intraepithelial neoplasia grade 2 or higher in 27%, Candida fungi in 56%, Gardnerella
vaginalisin 59%, and their co-colonization in 30%. The combined detection
of Candida fungi and Gardnerella vaginalis had the most pronounced association
with cervical intraepithelial neoplasia grade 2 or higher: odds ratio 4.84; 95%
confidence interval 2.41-9.70; p < 0.001. In invasive cancer, microbial community type
IV was detected in 86% of patients. Squamous cell carcinoma predominantly
corresponded to a  profile @ dominated by  bacteria of  the
genera Fusobacterium and Sneathia, while the glandular phenotype corresponded to
a cluster dominated by bacteria of the genera Prevotella and Gardnerella. Belonging
to the latter cluster retained an independent association with adenocarcinoma and
adenosquamous carcinoma after accounting for human papillomavirus genotype 18
and tumor stage: adjusted odds ratio 8.76; 95% confidence interval 2.72-28.20; p <
0.001.

Conclusions: The cervicovaginal microbiota represents an additional biological level
of  human papillomavirus-associated carcinogenesis. Co-colonization
with Candida fungi and Gardnerella vaginalis is most pronouncedly associated with
cervical intraepithelial neoplasia grade 2 or higher, while microbial community type
IV predominates in invasive cancer. Histotype-specific profiles justify further
development and external validation of a microbiome-viral risk stratification model.
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